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Kholodenko, B. (2000) Negative feedback and ultrasensitivity can bring about oscillations
in the mitogen-activated protein kinase cascades Eur. J. Biochem. 267:1583-88
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Rohwer JM, Botha FC. (2001) Analysis of sucrose accumulation in the sugar cane
culm on the basis of in vitro kinetic data. Biochem J. 358(Pt 2):437-45
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Rohwer JM, Botha FC. (2001) Analysis of sucrose accumulation in the sugar cane
culm on the basis of in vitro kinetic data. Biochem J. 358(Pt 2):437-45
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Curien G, Ravanel S, Dumas R. (2003) A kinetic model of the branch-point
between the methionine and threonine biosynthesis pathways in Arabidopsis
thaliana. Eur J Biochem. 270(23):4615-27
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Holzhiitter HG. (2004) The principle of flux minimization and its application to
estimate stationary fluxes in metabolic networks. Eur J Biochem. 271(14):2905-22
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Holzhutter HG. (2004) Eur. J. Biochem. 271(14):2905-22 Biomodels 70
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Goldbeter A, Dupont G, Berridge MJ. (1990) Minimal
model for signal-induced Ca2+ oscillations and for their
frequency encoding through protein phosphorylation.
Proc Natl Acad Sci U S A 87(4):1461-5.
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Teusink et al. (2000) Can yeast glycolysis be understood in terms of in vitro kinetics of

the constituent enzymes? Testing biochemistry. Eur J Biochem. 267:5313-29.
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